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The Biotechnology Systems Branch of the Scientific and Technical Information 
Renter (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: flf/?36 y 93 7 
Source: 'Pcr/o9 
Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS 
^ LE ^?™^ WARD ^ INFORMATION TO THE APPLICANT BY EITHER: 
1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THF 
APPLICANT, WITH A NOTICE TO COMPLY or, t-ClMMllNICATION TO THE 

FORCRFSUBMKSIONQUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216 
PATENTIN 2.1 e-mail help: patin21help @usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e^mai! help: patin3help@.usptn.gnv 0 r phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PRflCRAM ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1 1990 (old 
rules) and the revised Vision (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization. (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker and is Y2K- 
comphant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO) 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Version 3.0 can be down loaded from the USPTO w ebsite *t th* fnll ow i ng a dHr^, 

http://www.uspto.gov/web/offices/pac/checker 



Raw Sequence Us(£npP^„ „ 

*"* Error Sununa^ 



" 2__ 
3 



-Wrapped Nuclei,* 
Wra PPcd Aminos 

-Invalid Line Length 

^.Misaligned Amino 
"umbering 

-__Non-ASCH 
-Variable Length 



Th e «,k • »>«twecn numbers- 

' nc submitted fife wac Mft# ' 

Please af ,s shown) 

^f^^^'^^^^i^,. r esk,pped s ^«- 



-Patcndn 2.0 

"bug- 



Sequences 
(OLD RULES) 



JO 



11 



— ^cofn's or Xaa's 
(NEW RULES) 

__In valid <213> 
Response 

_Useof<220> 



12 



13 



-Patentln 2.0 
"bug" 



..Misuse ot-n I 



10 <223> section, please e * n i ■ , 3 ,s MANDATOR v ;r . 

scientific name ?r! , the ° n 'y valid <2H> 2 re P res ents. 

Sequence, rcponse " Unknown or 

"cworjybeused, ^ •'° **** disk - 

AAfPVJUU r,. . 



r 



4 
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C- 



3 
5 
7 
9 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/936,737 
Input Set : A:\ES.txt 

Output Set: N:\CR73\10042001\i936737.raw 



DATE: 10/04/2001 
TIME: 15:36:11 



J? <!«!> CI»S W/09/936,737 

12 <160> NUMBER OF SEQ ID jtfOS • ^ ^ 
14 <170> SOFTWARE : PaLtln ver 2 . l 

ERRORED SEQUENCES 

197 <2io> SEQ ID N0: 12 

198 <211> LENGTH • 27 

199 <212> TYPE: DNA 

200 <213> ORGANISM: ArtiflrM-i e 

202 <220> FEATURE: tlflcial Sequence 

203 <223> OTHER INFORMATtom ^ 

205 <400> SEQUENCE : 12^ description of Artificial Sequent • 

206 gcatgaattc oaao^n - sequence: primerlO 
*"> 212^4^ ^^ a agattg 





file://C:\CRF3\Outhol^VsrI936737.htm 
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THER INFORMATION: Description of Artificial Sequence : degenerate „ 
rimerOl * J J J 

E g UENCE: 3 ^y?JU K J^°((fr\ £Wi 

$g argaytgttg gac / /U^ sS^r^ ' ^ 



RAW SEQUENCE LISTING DATE: 10/23/2001 

PATENT APPLICATION: US/09/936 , 737 TIME: 13:41:08 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\10232001\I936737.raw 

70 35 40 45 

72 Val Asn Lys Glu Cys Tyr Tyr Asn Val Val Asp Gly Glu Glu Leu Asp 

73 50 .55 60 

75 Gin Glu Lys Phe Val Val Asp Glu Asn Phe Thr Glu Asn Tyr Leu Thr 

76 65 70 75 80 

78 Asp Cys Glu Gly Lys Asp Ala Gly Asn Ala Ala Gly Thr Gly Asp Glu 

79 85 90 95 

81 Ser Asp Glu Val Asp Glu Asp 

82 ' 100 

86 <210> SEQ ID NO: 3 

87 <211> LENGTH: 23 

88 <212> TYPE: DNA 

89 <213> ORGANISM: Artificial Sequence 

91 <220> FEATURE: 

92 <223> OTHER INFORMATION: Description of Artificial Sequence : degenerate 

93 primerOl 
95 <4 00> SEQUENCE: 

W--> 96 gargarmgf 

99 <210> SEQ ID No": 4 

100 <211> LENGTH: 23 

101 <212> TYPE: DNA 

102 <213> ORGANISM: Artificial Sequence 

104 <220> FEATURE: 

105 <223> OTHER INFORMATION: Description of Artificial Sequence : degenerate 

106 primer02 <. Q 
108 <400> S E QUE NCE j^A— — 7 /O^^^ I 

W--> 109 gargarmg^g argaytgctg gac 23 

112 <210> SEQ ID NO: 5 

113 <211> LENGTH: 24 

114 <212> TYPE: DNA 

115 <213> ORGANISM: Artificial Sequence 

117 <220> FEATURE: 

118 <223> OTHER INFORMATION: Description of Artificial Sequence: primer03 

120 <400> SEQUENCE: 5 

121 gcatcgatgg aagaacgtga agac 24 

124 <210> SEQ ID NO: 6 

125 <211> LENGTH: 23 

126 <212> TYPE: DNA 

127 <213> ORGANISM: Artificial Sequence 
12 9 <22 0> FEATURE: 

130 <223> OTHER INFORMATION: Description of Artificial Sequence: primer04 

132 <400> SEQUENCE: 6 

133 tagcgctttt gacgtcgtcg tea 23 

136 <210> SEQ ID NO: 7 

137 <211> LENGTH: 26 

138 <212> TYPE: DNA 

139 <213> ORGANISM: Artificial Sequence 

141 <220> FEATURE: 

142 <223> OTHER INFORMATION: Description of Artificial Sequence: primer05 
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VERIFICATION SUMMARY mrT1D _ 

PATENT S PP LI CAT I0 », X „ S/ „ 9/S3S , ,„ SS| J"^"" 

Input Set : A:\ES.txt 

Output Set: N:\CHF3\10042001\l936737.raw 

i^^c'^^^^J^ dif R fe -' placed Application Nunfcer 
L:96 M:258 W: Mandatory Feature" LssHT " 2 , '"Tf Fillng Date 

L:96 M:258 W: Mandatory Feature listlla' <222> S J^J I" SEQ ID# : 3 
L:96 M:341 W: (46) -n-'or "Xaa" used^ for SEQ ID# 3 ^ 
L:109 M:258 W: Mandatory Feature missine VZl-il I * 

L:109 M:258 W: Mandator^ fSSuS mxssina' <22 2> S J^J ^ ID# ! 4 

L:109 M:341 W: (46) "n" or "Xaa" Jlfn * Und f ° r SEQ ID# : 4 

T -919 m. o^/i r. „ ^ USed ' for SE0 - ID #:4 

L.212 M.254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:27 SEQ:12 
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